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N NN AG GNAGGA CATT GTCGAGACCGGAMMAGGA GACCC GCGCACAGT GAT GG CTCTCCGGGGCGGTGGT CTGCCTCGGCCCCGTGGCGCCCCCCTGCCTGCGGGC GG GGGCTC
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GCTCTCGC TCG TG G CGT GCG TGCG T CGTGGTGTG TTGC G TCCCGTG CC TCG GTTTTTG CGC GTTGCGCCCG GGCC TTTGGCTG GGGC CGCCTGCCT
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GGGCGTCAGTTGCCCACGAACGCTCCCTGCCCGTCTTTTACGCGGCGGGEAT GCGGAGCATGGCCATCCTTGCCCTCGGGCTCGGEGGGCCGAAGCATETGGCTTGCCGATTGGGGCCGGCAGTGG
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cG GTGGTGG TTGCTC CGCG GCCGT CGTCGCCCGTCGTGCCCCCG GCGGG GCCTCGTGTC CCCCGG CGC CGG TGCCGTCGGC TCCTCGG CC GACCCC GGTC GGCGEGGGE
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530 640 B60 660 570 680 B30 700 710 20 730
CCACCCGUTGAGITTAA GAL NTHC GN NN ATT NCGGGTAGGAL C TAC GIGGCTGC CCT AT TTCTG AGC G TTCT AGTG TCTATCGG T GCTG CAAG TG
740 750 760 770 780 790 500 510 520 530 840

860
G GCGGGEG ATTT GAACTTTTTT GGAGGGGCGTCT CEAATCTTCAACTG GATGAT AAGGGE C CAG CTTTGCACG GTTEAAGACGATAT AGT GEGTTTTTTT GA TGA GHNCAGCT

860 570 880 890 900 910 920 330 940
GG AL AGGATTACG CGGACC GTTTAGEICIT GCT GT GI CATGC ATTTTTG GI'G NN NA AGGEGCT ACT OGACTA GC A TCA GTN




